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[ Abstract| Objective: To study the inhibitory effect of potassium sorbate, sodium benzoate, chi-
tosan, and chitosan vanillin schiff-bases on contaminant bacteria in Kiwi fruit juice. Methods: The
contaminant organisms were isolated from kiwi fruit juice and identified morphologically, as well with
molecular biology method. DNA of contaminants were isolated with CTAB method. The 16S rDNA of
bacteria and ITS gene area of fungus were amplified by PCR and sequences were analyzed for identifi-
cation. The minimum inhibitory concentrations ( MIC) of the four drugs were tested by trace dilution
method. Results: The 4 kinds of contaminant isolated from Kiwi fruit juice included Cladosporium
sp. , Penicillium steckii, Aspergillus versicolor and Bacillus firmus. Among the 4 chemicals tested, Chi-
tosan vanillin schiff-bases showed the best inhibitory effects to these contaminants. Its effect to Clados-
porium sp. was as strong as those of potassium sorbate and sodium benzoate, and was stronger than that
of chitosan. lts inhibitory effect to Penicillium steckii was stronger than those of potassium sorbate, so-
dium benzoate, and chitosan. Its inhibitory effect to Bacillus firmus, equaled to that of sodium benzo-

ate, and was stronger than those of potassium sorbate, and chitosan. Conclusion: The antibacterial
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effect of chitosan vanillin Schiff is stronger than those of potassium sorbate, sodium benzoate, and chi-

tosan, which shows that it might has utilization potentiality.
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Tab.1 PCR primers of bacterial 165
DNA and fungal ITS area

EIRZER S ekl
ITS1 5'TCCGTAGGTGAACCTGCGG3'
ITS4 5'TCCTCCGCTTATTGATATGC3'
27F 5'AGAGTTTGATCMTGGCTCAG 3’
1492R 5'TACGGYTACCTTGTTACGACTT 3’
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fL) AR R, AR UL 352 , 9k R 78 1 I 1 A
KALRIZZ ) MIC,

2 #R
2.1 ISYLR A B OB S RHMIE
100 mL fd Wk 50 015 oo 76 PDA B5 97 %5 g
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Fig. 1 Pictures of organism colonies ( both positive and negative) , and morphology under microscope
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Tab.2 Morphological parameters of microbial strains
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WL, FC 572 i & #, BA 5 IR5% 28 J A # ad [
PEEHS KT 99% . K] MEGA6 % {h1y N = J J73k:
WHERGELEEW (K 2), \E LA FA F5 Cla-

dosporiumsp KC790536. 1 154 I B & i, FB 1/ 5
Penicilliumsteckii HM469415. 1 55 & fF & & i, FC
W5 Aspergillus versicolor HM776414. 1 15 /& IF 55
i, BA 5 Bacillus firmus LC019792. 1 344 1R
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YE TR E FA IR, FB o B 4 7 %5
1, FC 2 (% 5, BA D W5 28 AT 1A

FA
Cladosporium sp KC790536.1
Cladosporium halotolerans LN834371.1

Cladosporium sphaerospermum KP269081.1
Cladosporium halotolerans LN834375.1
Cladosporium halotolerans LN834369.1

—_—
0.000 2

Cladosporium sp JF819134.1

FB
Penicillium steckii HM469415.1
Penicillium steckii DQ123666.1

Penicillium citrinum LN835269.1
Fungal sp GQ220363.1

0.000 5

Penicillium sp HQ832818.1

FC
Aspergillus versicolor KP067214.1

Aspergillus versicolor LN809060.1
Aspergillus versicolor HM776414.1
Aspergillus versicolor KR703618.1

0.001

Uncultured Ascomycota KJ461399.1

BA

| Bacillus firmus LC019792.1

0.000 1

| Bacillus firmus KR869726.1
Bacillus firmus JN244990.1

Fig.2 Phylogenetic tree of strains of FA, FB, FC, BA, constructed with N —]J method
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2P PiTEEER B 19 MIC {524 0. 125 ~4 mg/L, K
BRI MIC £ 1 me/L BI4F G TRIEZK

3 itig
RS2 B SR 2 AR 7 R R i B R
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of chemicals tested
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