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[ Abstract | Objective: To investigate the correlation between platelet membrane glycoprotein
(PMGP) -176T/C and -506G/A single nucleotide polymorphisms and lung cancer. Methods: One
hundred pathologically confirmed lung cancer patients were selected as observation group ( group O) ,
and 100 healthy people as control group (group C). Peripheral blood of the research subjects was col-
lected and PMGP gene was detected for genotypes of GP-176T/C and-506G/A by using polymerase
chain reaction-sequence specific primers ( PCR-SSP) method. The correlation of genotype frequency
and allele frequency of GP-176T/C and-506G/A with lung cancer was analyzed with non-conditional
logistic regression. Results: The differences of GP-176T/C genotype and allele frequencies between
groups O and C were statistically significant (P <0.05) ; The genotype and allele frequencies of GP-
176T/C and -506G/A were not significantly correlated with TNM stages and lymph node metastasis
(P>0.05); The relative risk analysis of GP-176T/C and-506G/A sites showed that at GP-176T/C
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locus, TC type and C allele had statistically significant influences on the incidence of lung cancer, of
which OR (95% CI) were 0.392(0.241 ~0.639)and 0.490(0.301 ~0.798) (P <0.05). Conclu-

sions; GP-176T/C gene polymorphism might correlate with the occurrence of lung cancer, and C allele

might be a protective factor against lung cancer.

[ Key words ] lung tumor; polymorphism, mononucleotide; platelet membrane glycoprotein gene; ge-

netic loci, GP-176T/C, GP-506G/A; correlation analysis
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1.1 %%

W gk 2014 46 H ~2015 42 JEEi2 /7 100 4]
it KB A A I 2, B A o 181 22 i DR 9 e R 2 41
A A 112, SR T S AR 41 41 (WHO02004 )
g 2L 4R 20 RS0 o A o 4 B3 R 100 451
[l e R ARG VA HE AL il 212 (57. 43 +
11.57) % 5514 73 ), ot 27 5] 5 /N ges 16 431,
Jides 46 ], B 26 4], BR %9 4 115 A4 2009 4F
FEBrpesm e 8 (UICC) Mg TNM 43345 1E, 195
i T3 7 ] I 43 45 K IV I 45 1, Xof BRZH
17(56.50 £9.29) %, F 1 74 ], 2% 26 il
1.2 i
1.2.1 [fiFEREEF DNA $2H0 ST A 2k &

280

ShJEE KM 2 L, SR H By - 05 3R A i 5
24 DNA( 4zl DNA 170 &0 T i A: TA 9 TAE
HARABRAH) , -20 CLHRAFR .
1.2.2  EFEKEMW 5 PCR-SSP 4 A Xt GP-
176 T/C F1 506G/ A i i 47 HE K 43 A ( 35 [F ABI
N TR R PE9T00 § 14 X)), GP-176T/C Fil-
506G/A 1 b RS YA i b Bl R 2 F
AR o PCRRFR A 1 Xf 2 ORI PCR
SN B A S, PCR W AR & i 2 x Taq plus
PCRMaster Mix 12.5 pL.NZ EiiE514) (5 nmol/L)
1 wL AZ TS (S nmol/L) 1 wL K¢ 55149
(10 nmol/L) 1. 0 L /AFE5[#)(10 nmol/L) 1.0 pL,
it DNA(O. 1 g/L)2. 0wl K B X2 Kb R AR R
25 pL, PCR [ B 454 94 °C FiAZ 5 min,
94 °C 30 5.65 C 45 s.72 C 30 s #4710 MEH,
FFLL94 °C 30 .61 °C 455,72 °C 30 s #1722 MG
)5 72 °C ZEff 7 min,
1.2.3 Wyk WYY S wl 3697 2% BRHE
BEME (0.5 wg/mL {RZEE) LUK, BT DNA Bif4%
53 M Gel Doc EQ (3 [F Bio-Rad /3 F] ) W45 5
PR ORI A5 R .
L3 Fitz=atr

I Hardy-Weinberg (H-W) - 443155 fii
J B GP LR B 1) oy A OF e AT e ik K e, P >
0.05 PEMIBFI ARERF & H-W P-4 R K
3BT it s £ 5 e DR PR R 257 5 PR 1) A, A 2%
1 logistic 1AHAVETHEE AL (OR) } 95% CIL R
i} GP-176T/C F1506G/A v fi A F IR Z 5 S
Jitiges e A JE AR A 5 P < 0. 05 oh 22 S A S it

2 #HR
2.1 ZIRAREOAERFIPES o3 A

P A 32 18N B AR08 AR 3] A L3 22 5 T
GTAE (P >0.05) , WK 1.
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Tab.1 The distribution of age and sex
in groups O and C

P el 2
b momAL  xtma "
FR ()

<50 28 25

50 ~65 48 50 0.321 0.891

>65 24 25
el

L 73 74

4 27 2% 0.260 0.873

2.2 PCR ¥ BGA5 R K R RLH

GP-176T/C i 53 [H 22 PCR ¥ 44 J5 1] WL 196
bp §" 34 B, GP-506G/ A i j5 KL [ 242 PCR 9715 5
AL 252 bp P4 BOLEN 1B 2,
2.3 H-W V556

Xof it 28 B %o} R 2 5 PR A R 4 T H-W SF- i
Ko, B X BR 4 GP-176T/C {37 5 4h, 45 4 H-W
P, W2,

1 2 3 4 5

M

700 bp,
%0 12
I,
400 1 Bk i
300 b (429 bp)

200 by
100 b

H: M 2 100 bp ladder DNA,1.2 4 3% TC,
3 WEENEL CC;5 LR TT
B 1 GP-176T/C i i 7 flg 4 B vk 45 &
Fig.1 Agarose gel electrophoresis of GP-176T/C locus

MZ M
(429 bp)

e S e — e

— — e —— —

7 :M 7 100 bp ladder DNA,1 ~2 2 GG,3 ~5 3L H A GA
B2 GP-506G/A i i 3% fig 4 v ik 48 &
Fig.2  Agarose gel electrophoresis of GP-506G/ A locus

£2 FUERAE GP-1T6T/C F1506G/A % H % A 1 H-W F b i
Tab.2  Gene polymorphism Hardy-Weinberg equilibrium test of GP-176T/C and GP-506G/A in the 2 groups

S SEBRATER, UM (% , % ) ity 20 Xf R 2H
Jiti g 2 X HEZH X P X P
GP -176T/C
TT 68.00,70. 56 45.00,51.84
TC 32.00,26. 88 54.00,40. 32 3.628 0.057 11.510 0.001
cC 0.00,2.56 1.00,7. 84
GP -506G/A
GG 75.00,76.56 73.00,66.42
GA 25.00,21. 88 17.00,15.49 2.041 0.153 0.810 0.368
AA 0.00, 1.56 0.00, 0.90

2.4 GP-176T/C F1-506G/ A F K 7 12 (o 3 F 47

%3 R A GP-176T/C #1 506G/ A

FE [ AL oA A L35 R &

IR Sl 4 GP-176T/C R B ER K5  Tab.3 Genotype and allele frequencies of GP-176T/C
MERFRESGILE, ZERESITHEE X (P < and 506G/ A in patients with lung cancer
0.05) 3 GP-S06G/A HE[ LG 1 % fr 5 A% T

A e . FEPR ¥ P

R, 227G 2# L (P >0.05) ; L& 3, TELE (%) AFIRAL(%)
2.5 RRIGHRA Tl B IOV .
GP-176T/C F1-506G/ A {3 i Z2 A5 50 Aii C 32 54 11.300 0.004

GP-176T/C F1-506G/A f i [ty He R 78 F1 2 for gC 162 1431
FERIBRAE A3 S TCk L S5 56 R Hh o A LA, 22 C 32 56 8.390 0.004
REFIHFEX(P>0.05), WFE4, Oh - 000/A s s
2.6  GP-176T/C 1 506G/ A i sk A [F] 3 K Y fili GA 25 17 1.030 0.310
I AR XS £ 5 i AGA 172 mg

AR logistic [MIJATELS R B, GP-176T/C A 25 17 0.900 0.343
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{705 TC 7Y} C &84 3 PR 5 ili g (%) 7% o AH % ( OR
=0.392.0.490, 95% CI 435 0.241 ~0. 639 FI
0.301 ~0.798 ,P <0.05) ., GP-506G/A {ii /5 GA

T e A S PR 55 TR 19 2 JG K (OR = 1. 627
1.538, 95% CI 43 %5 0.999 ~2.651 Fi1 0. 944 ~
2.505,P>0.05) , L% 5.

F 4 TR IR A RO B 4 5 8 8 o #9 GP-176T/C #1-506G/A fir 5 % A M A7
Tab.4 The GP-176T/C and -506G/A genotype and allele frequencies in lung cancer patients

with different clinical stages and lymph node metastasis situation

G (%) ) LGRS (% ) )
R I i it IV X i # e X g
GP-176T/C
TT 3 7 28 30 59 9
TC 2 1 14 15 1. 620 0. 650 29 3 0.314 0.578
CC 0 0 0 0 0 0
GP-506G/A
GG 5 6 32 32 66 9
GA 0 1 11 13 2.466 0.481 22 3 0. 000 1. 000
AA 0 0 0 0 0 0
# 5 GP-176T/C fu-506G/ A {i & 7~ [7] 2k B AL 3 fif 8 09 A4 % /& [0 &
Tab.5 Relative risk of different genotypes of GP-176T/C and-506G/A loci to lung cancer
FEN R il s 4 Xt B X r OR 95% CI
GP-176T/C TT 68 45
TC 32 54 10. 03 0. 002 0.392 0.241 ~0. 639
cC 0 1
T 168 144
8.39 0. 004 0. 490 0.301 ~0.798
C 32 56
GP-506G/A GG 75 83
GA 25 17 1.03 0.310 1. 627 0.999 ~2.651
AA 0 0
G 175 183
0.90 0.343 1.538 0.944 ~2.505
A 25 17
LB b R R R RS Y R B L MR R
3 g TR BREERRAE M R R AR o AP 1

Jitees i) A AL AR S 2%, S0 W A, Al AR
i, R R AR T RO RN . IR A RS
G T IR AN AR R AR, N B NS
TEFI SRS 148 , B A AL R B R . DR R
B, e 240 M6 PR Tk 5 ML L 2L 2R PR R T <
A EFAF TS TGS AL, T AL I/ AT 25K
MR TR, 20 BT e 20 e i, Ay i
T AT BB AR LR o L/ RRRA
LS , GP Al RIS & 21 4k 2k H1 R BETT , (8 1M/
PR EE B0 GP (23R K- TN 45+ T 52 I /MR
FhBE RGN Wan % B 58 & BLAE
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WSS EE RS AFAE 5 AHOCE o R, 1l /MR A 3 1k
Tiitie 5 Wi i & 2B kR a UIAH DG, AT RS A fif firb
SRR ANKE , AT IMA TR RS I B &R
AT PE R AR 3 A TG T2 2 S W g
FIIE 3 % B AEE GP-176T/C F1-506G/ A [ 5L PF 7
B BE R 3 A, 25 R iR, GP-176T/C v CC
FEIRYEA 1], C A5 3 PR 3 5 R A 2% 35 0T
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WIAE /MR R E R -176T/C HI-506G/ A BT IR 2 251k 55 Bl e AR AH S

SN ECEE R A R T
HARARE(1.8% ), #7% GP-176T/C F1 506G/
A S L PRI AT BEAETE B0 1 b DX N e
W25, /T GP-176T/C FI-506G/A i i 5 H £
ASVE 5 B ARG , 45 R R, 5% RRAAAR L, il
J4l GP-176T/C 1) T % {3 3 [K Jii % Jt &5, GP-
506G/ A {7 s S A0 RT3 T B it A8 b 5 0 R 47
F DR Z 2 5 I 43 3 A Ok DL A5 5% % i AH DG
3T SR, R PR AR R A5 7 35k DR A 8 A it 98 3 30
EEP MUNWESL 2 A e T W2 R = N RS i
logistic [ 43 BT H- 1 PR A o 35 PR 22 25 P 5 i s 1)
KR, 4R WoR, GP-176T/C i g AHXS T TT A
Jo T S 3EAT 5, TC R K C &8 3k H 5 il 1)
R R e B AHINE, T GP-506G/ A {37 g5 Hr AH XS
T GG ¢ G G BEHT &, GA 1 J A S5 LA
5 it 1) K s JC W AR OCHE . HEM GP-176T/C {7
L PR AR AT S e it 1) R AR R, C Ao B R
g 2 B DR PR 2R, o] i a5 i GP KL (R 5%
S SCRIIREANR, DN R Ml I /N B 3% Ak, S5 2438 ol
AT ) ek 1) 2 5
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