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[ Abstract] Objective: To study the expression of MicroRNAs in peripheral blood of patients with a-
cute rejection after renal transplantation, and so as to explore new methods for diagnosis of acute rejec-
tion. Methods: Ten patients with acute rejection after renal transplantation were collected as acute re-
jection group, and all the acute rejection patients were confirmed by renal biopsy and pathological ex-
amination. Peripheral blood of them was taken during acute rejection. Meanwhile, peripheral blood of
ten patients with stable condition after renal transplantation was taken and served as control group. To-
tal RNA was extracted with trizol method. MiRNA chip hybridization was carried out by using miRCU-
RYTMArray microarray kit. Differential expression microRNAs were chosen by SAM software. Re-
sults: Compared with control group, four microRNAs ( hsa-miR142-5p, hsa-miR146b-5b, hsa-
miR155, hsa-miR223) detected by microRNAs chip showed higher expression during acute rejection.
Conclusions; Peripheral blood microRNAs test may be a method for detecting acute rejection.
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Tab.1 Specific miRNAs in peripheral blood of patients with acute rejection after transplantation
miRNA B s (%) Frseth(%) & (AUC) (95% CI) p
miR142 -5p 0.11 100 95 0.99(0.96 ~1.02) 0. 0001

miR146b - 5b 0. 64 92 61 0.73(0.55~0.92) 0.03
miR155 0. 06 100 90 0.98(0.94 ~1.01) 0. 0001
miR223 0.44 92 90 0.96(0.90 -1.02) 0. 0001
miR125b 1.33 100 62 0.83(0.69 ~0.97) 0. 002

miR324 -3p 0.57 67 76 0.79(0.63 -0.95) 0. 007
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Tab.2 Differential expression of miRNAs in
peripheral blood of patients with acute

rejection after transplantation

miRNAs miRNA RISPRERL b ve e
WELLH(AR) XTHRZH(NC)
miR142-5p  0.440 0.185  2.38 i
miR146b-5h  0.509 0.117 4350 i
miR155 0. 463 0.214 2162 ¥4
miR223 0. 035 0.008 4338 i
miRI125h  0.00043  0.086  0.005 FiH
miR324 -3p  0.015 0.701  0.021 T4
3 atig

miRNA J&—FK 2 22 nt 19HESASPE/N RNA
i 5 A DR G 37 AR B IX (37-UTR ) 45 & Sk i 2
LAY . miRNA I RE B & £ Fh A 2%
AR, EAERZ I, miRNA FEG R MLm= A L &
YA S A B REEERY . R
miRNA REAS 38 1 % R ¥ 51 48 31 4 2 19 H
miRNA i 27 [ fif il 00 il G 38 5%, DA T 4900 1) 8 1 )i
ARG, IR B PR P L N Rk B . — 2 ¢
T B 8 0ESE , TE 1 I 40 At 1m) S B2 4 A o fE B AN
[F BBt , miRNA ik 2 & B A 9284k, ELan7e
JIGL I SF T B B B4 i R AR I 31 miR-150 3
AT R TR B R UG pro-B 4 i 213K
E3lo T MG R H miR-150 3235 7K - 7R ]
B T, R AR E — 25 [a) Thl [ Th2 S #E 53 fb B
BINFREIAKE N SRE T E, 52Z A, miR-146
FRARIKEAE Thl 4 i HEH A&, TAE Th2 40 i F
FEPI R B FRAR . Li %5 0158 th & B miR-181a
FE T 20 4 Ak 3 009 1 30 2% 58 /KO- 4 v, T 7
XS B2 DA G 45 ek K- W IR T B o

ARSI H T miRNA TR G SO H )R e 3R
5, UERABRE B I R 2 A A5 A0 ey i i o0 B B A A HE
Ff % miRNA 25 5 kR 98 T BE. HATE A
miRNA G215 3 R 9 % 9 42 I 4% rh G B g — B
[ & 2 5505 51 il ik, R AR
miRNA & 500 ZF, /)M miRNA L1k 400 ZF, 3
FLXANEH — B AERG N, AR BF 5 4 P s i o
PCR L0716 HH 23858 FE 5 5 9 miRNA, R4t
FIRG H Ay miRINA. o 28 5 bkt S 5 22 114, 30 1 i

634

FH SAM B4 XoF i 34 H 3 3K 5 32 46 1 miRNA 3
TTGEt2E o B SRR i 7 ) ORI S Sk
Py 1) miRNA VA e R AG U 5 4 , I LA Sy
VRl A2 W HE R SO AR

ARSI W SAM B 8 Y 6 TR S
SR HE R SO P 22 5 R A B K 1Y miRNA, iE 52
miRNA 75 ¥ # A8 HE % B o i 9 I 35 1 25 e R
KPR ZEFRIXEE N miRNA 72 2 53 H
St 7 A AT R B RS AR e L B 1A
REPIRIL

1T miRNA 7E40 M3 Ak IR TE Bl L S R 40
R JESE Z T Ay o i B b B AR AT, U,
miRNAs F 5 h — 87 1912 B R I7 N 8805 1)
R VFZUIEIESU) TR IE R miRNA fy3%
KL, R X R AR IR $E AR (locked nucleic
acid) #1“ miRNA 47 K&” (miRNA sponges ) , ¥ 5£
BT 40 miRNA g3k B4 miRNA 58
Tr AR SR 5 25, B 5840 T miRNA 7R
PE FR G0 AR N R AR A AR rh VR X ANA B
TR R G 0T, S B T A ] miRNA i
VE AR SR VRIS S8 SN, IR T B 44 BIL A
IRt — BBz .

4 SEW

[ 1] Clarke W. Proteomic research in renal transplantation[ J ].
Ther Drug Monit,2006(1) ;19 —22.

(2] THi. miRNAs S4B REE[T ], b B A Py ifin) 2 2,
2008(12) :1132 - 1133.

[3] Susanta K. Behura. Insect miRNAs ; structure , function and
evolution[ J ]. Biochemistry and Molecular Biology, 2007
(37):3-9.

[4] Dany Anglicheau. miRNAs:; small RNAs with big effects
[J]. Transplantation,2010(90) ;105 - 112.

[5] Stuart M. Flechner, kidney transplant rejection and tissue
injury by gene profiling of biopsies and peripheral blood
Iyuphocytes[ J |. American Journal of Transplantation[ J ].
2004 (4) :1475 - 1489.

[6] Monticelli S, Ansel KM, Xiao C, et al. MiRNA profiling
of the murine hematopoietic system[ J]. Genome Biol,
2005(8) : R71.

[7] Jordan YZ LI. The role of miRNAs in kidney disease[ J].
Nephrology ,2010( 15) :599 - 608.

(2012-07-20 Wif ,2012-09-28 & [A] )
LS



