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[ Abstract] Objective: To investigate the relationship between pilots’ coronary atherosclerosis ( AS) ,
serum CX-37 level and CX-37 gene-1019C > T site polymorphism. Methods: Selecting atherosclerosis
pilots, healthy people, healthy pilots, ordinary healthy subjects, testing their serum CX-37, and com-
paring CX-37 gene-1019C > T site geno-distribution and allele frequency of four groups. Results: The
serum CX-37 level in AS pilot group and in healthy people AS group were significantly higher than
those in pilot group and normal group( P <0.05) ; comparing CX-37 level of healthy people AS group
and AS pilot group, differences were not statistically significant( P >0. 05) ; comparing CX-37 gene-
1019C > T site CC, CT and TT geno-distribution and allele frequency, differences were not statistically
significant( P >0. 05). Conclusion: The work itself of pilot has no effect on CX-37 expression, CX-37
gene-1019C > T site polymorphism has no significant effect on coronary atherosclerosis.

[ Key words ] pilot; connexin-37; polymorphism, mononucleotide; coronary artery diseases; athero-

sclerosis

Bl ik 3965 £ 1 L ( atherosclerosis, AS) JE—figh O WLATM B i | B4R R SE RS 25 B O Y
UK LA BE (R M PR SR REPE S , 2 AS RAETETEIRS) SRS KA [ 32 ok A B A 2 & A 0 11 i 2
B, S EUME PR S TR MR, FEC AR, 5 BB ST B i AP T S

CEEETE ]+ T E AR ST H (BWS11J054)
* SH{EVEH E-mail ; luo-huilan@ sina. com
2% S RISETR] 2017 =8 =17 (W28 H4 B il : http : //kns. enki. net/kems/ detail /52. 1164. R.20170817. 1032. 025. html

872



8 1] IR /AT CX-37 RN 235 1E 5 IR Sl R AE AL I &

PP AR T AS U R B A AR AL S P R
ZH B Sh Bk V81, T 445 A5 P R 40 i 0 i 1 o
P, T B A 2 I 22 18] PR EA P 40 i I e 2
LA )7 B A e ) A T TR N A
MashBese sty B A EENEM. Tk
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AT SR BE R AR UESE T CX-37 746 F 5 IR 3h ik o
e i b, CX-37 JEPH-1019C > T 5545 5 5 30 ik
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iz Bl g 25 AL B, P Bz il g 4 2R AT
BE, (U2 CT Ko wloe ki 5 K A o B PE [ CT R o
SRR Bl B BEBRIE B AT Se k3 52 Sl 78 e AR 3 ik )
4 BB (T LR e B e SE A e
ARBIRK) e A AP s REHIE A ], BT 2
AU LB D AR AT 4558 . AS 411
AN ABRHE R iz S i 25 2R P [ HERR 5 BH
PEFMBBPESS SR, CT T ] Wb AR S K BESIE B, 17
SRR S A SR e AR B K ) 4 A EEy A
A —SE AR A B8 sl BRE B L, 6 A5 7 95 R
o HEBRT i A R S AR R R AR TG
T IIAR S B B B S BEVE S , b G LA P Xof
AT
1.2 JFi
1.2.1 MjfikEARE A ZiAE =K 12 h )5
FPUR KL 4 mL, AR 73 SR A B2 2Rl
B PRATE 15 ~20 °C 3 000 r/min &.0> 10 min, L
M3, BT Ep B, - 80 TR IKAT R 1T
1.2.2 AAedapsillsg A 35 S [ EE(TC) |
HM=EE(TC) = W MH (FBG) JRAR(UA) Bk
FTHZAH A7 - 7600 4= [ 3l A A 73 A A& e it 11
JoAE e ARG el RS 38 A0 58 A
1.2.3 i CX-37 BEHFRE KA ELISA 3% (i

F & B DU S B R AR P RHE A BR A FD ) A
CX-37 R HAFRIRACE Ui B T A
1.2.4 CX-37 3£ PCR §3  WRIBCRAE 1 4 1M
FEAS  $RE 4 1ML FE 41 DNA , F 4°C vKAR I 4748
CX-37 3 H 5] 9 ¥ 31 . 5'-CTGGACCCACCCCCT-
CAGAATGGCCAAAGA-3', 5'-AGGAAGCCGTAGT-
GCCTGGTGG-3",CX-37 3 PCR 448 7 b 7k &
Y2030 WL, Hodr & K %K 18.8 L, 10 x Buff-
er 3 uwlL,MgCl, 1.8 pL, 5|44 1 wl,2.5 mmol/L
dNTP 2.4 pL,DNA Bk 2 1 wl,Taq fifi 1 U;94 C
FiASPE 5 min, 94 C 60 s.60 °C 60 s.72 C 90 s,30
AMEFR,72 CHEAf 10 min, 3 5]HL PCR 4734 774
17.1 wL, ] Drdl FRHIE I 0. 5 pL fifh) CX-37
FERALEL,37 CHFR 12 ~ 16 h, e k5, 41k
J BCAE 3% BB MRS 1 FL Uk , EB YL €8, E I 4
GrHT R GER AR R IT R R R A
1.3 G

AT 2B B 1 ok AT SPSS 21. 0 Ge it~ 84
HEAT AT T ORI AR + BRifE 22 (v 25) R,
L TR1ESCHE LA R B R 3R 2240 B o R AR N 4
07 5 DRI AT 3 R FH R DR T30 11 A DU S R B 43 A
55 i -1R A 4% (Hardy-Weinberg ) V- £ & 2 B2,
2] V) i PR 50 V45 5 L D O RR o R, P <
0.05 K EFAGIFE L,

2 #R

2.1 — R

M 1 FoR, 58 A EF M AT 5 OE R 4
FHEG, ol AN AS R0 KAT 01 AS 2H G H [ e S H
I =FERIR KB E TR (P <0.05) , B % 4244
HEBR T WA s i T4
2.2 [fiEH CX-37 HEH R

2 2 fos, 58 A IEF A AT 5 OE R 4
FHEG, Bl A AS ZHA AT 0L AS 4] CX-37 FEE Y
FIRACF BF RN (P <0.05)  HZEE A AS 4
HRAT0LAS HILE, ZR G E X (P >
0.05).
2.3 CX37 H£ERLZEM
2.3.1 FEARMAEME W3 Pros, x4 24 A8
CX-37 £ [F-1019C > T FL [ B 4y £ 34T Hardy-
weinberg AL, 45 L F ], CX-37 FEH-1019C >
T SEHBITE 4 HARED A 755 Hardy-weinberg -
BrE (P >0.05) , RUIAWF I T L AR A HA
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Tab.1 General clinical indicators of subjects in the 4 groups
LN EEANEFA H3m A AS 4] AT IR RATHL AS 4
1% 150 210 120 70
IS (%) 32.1+8.4 34.7 £6.6 31.8 +4.6 33.5+6.1
IREFSH (kg/m?) 24.2 3.0 24.6 3.1 24.3 3.0 24.0£2.9
W4 & ( mmHg) 118.9 +7.4 118.6 +7.4 118.3 £6.0 116.8 +7.8
£F3K K (mmHg) 77.3+7.2 74.0 £6.7 75.8 £6.2 74.8 +8.0
1A% ( mmol/L) 4.8+0.4 5.0+0.4 4.9+0.4 4.6+0.5
PRI ( pmol/1) 383.0+£77.6 388.1+75.8 384.0 +83.6 378.0 £82.7
4 IR FE i ( mmoL/ L) 4.5+0.9 4.8+0.9" 4.6+0.9 4.8+0.7V
H il =% (mmol/L) 1.5+0.7 1.7 1.2 1.4+0.6 1.7 0.6
O HIE R AL, P <0.05
k2 4 HphF MmE CX3T KF (v £s) 2.3.2  CX-37 FEFH-1019C > T {7 5 H K 51 K 8437
Tab.2 Comparison of serum Connexin 37 results FRFRAG  WFE 4 s, EHE AEFAHS AT
in each groups FROEH 4] CX-37 3£H-1019C > T 3 45 T/C 2484
anAe! n CX-37(ng/L) E@ﬁ%ﬁ%ﬁﬁﬁl%‘%fﬂj‘j CC ﬁ%% .CT W\Z\TT H%JE&
Vs JGE A4 150 105.25 536 5338 N TE 20 M RAT L IE R AR L, R N AS
H M KAT B AS 4H CX-37-1019C > T i 5 T/C £
LA AS 41 210 145.37 +6.33" ) )
PER 3 A A2 R Bl CC RS AR L CT #1 TT R ik
TR PO N0AOA20 g LSRR 2 S R XL (P
S AS A T MB65 8250 50.05), 441 T.C S RIERBIR LR TG

O L A EH AR, 0 =4.753,P <0.05; P 5 /FRIE  EX(P>0.05),
HLHAA M, =3.285,P <0.05

£33 4 A HEH CX37 EH-1019C > T 2 F & 54 #9 Hardy-weinberg F % # 36
Tab.3 The Hardy-Weinberg testing the genotype distribution of Connexin 37

FlNIEFH A (n=150)  Fil A AS 41(n =210) ATHIEH 4 (n =120) AT AS 4 (n =70)
cC cr TT cC CT TT cC CT TT cC CT TT
Shrsig 95 46 9 124 66 20 75 37 8 41 22 7
HH%  92.8  50.35 6.82  117.32  79.25 13.37  72.82 41.3  5.84  39.78 2597 4.23
X 0.82 1.84 1.29 0.98
P P >0.05 P>0.05 P>0.05 P >0.05

k4 BUABAAE CX-37 FFH-1019C > T fir & oy 5 7 A R Ak B &

Tab.4  Comparison of genotype and allele frequencies between groups

o AR (n, % ) SR IE PR (% )
cC CT T T C
e A IEH 2H 95(63.33) 46(30.67) 9(6.00) 21.34 78. 66
We3m A AS 41 124(59.04) 66(31.43) 20(9.53) 25.25 74.75
RATRIE R A 75(62.50) 37(30.83) 8(6.67) 22.09 77.91
’AFR AS 4] 41(58.57) 22(31.42) 7(10.00) 24.61 75.39
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