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[ Abstract] Objective: To construct temperature-regulated expression vector, and to express human
acidic fibroblast growth factor (haFGF) in a temperature-regulated manner, and so as to lay a founda-
tion for cutting down cost of haFGF production. Methods: HaFGF truncated by 19 amino acids in N-
terminal was amplified with polymerase chain reaction (PCR), cloned into temperature-regulated ex-
pression vector PBV220, and then transformed into E. coli. BL.21(DE3) Star plysS to express under in-
duction of temperature. Results; SDS-PAGE and Western blot analysis showed that haFGF-19 had its
original immunogenicity. MTT results indicated that there was no significant difference of activities be-
tween haFGF-19 and wild-type aFGF. Conclusions: Temperature-regulated expression vector is suc-
cessfully constructed. This study lays a foundation for enhancing expression level of haFGF and cutting
down cost of production.
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Fig.1 Recombinant plasmid restriction enzyme analysis
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Fig.2 SDS-PAGE analysis of protein expression products
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Fig.3 Western blot analysis
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Fig.5 Analysis of mitogenic activity of aFGF protein
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