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Study on Association of ESRa Pvu [l and T29C Gene Polymorphism
with Susceptibility to Hepatitis B Virus Infection in Libo
Minority Population of Guizhou Province
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[ Abstract] Objective: Analysis on the correlation of the polymorphism of estrogen receptor (ESRa)
gene Pou [l and T29C loci with hepatitis B virus ( HBV ) infection in Libo minority population of
Guizhou province. Methods: Polymerase chain reaction restriction fragment length polymorphism
(PCR-RFLP) technique was used to analyze the polymorphism of Pou Il and T29C loci in 91 healthy
controls and 80 HBsAg carriers, the correlation of these two loci with susceptibility to HBV was ana-
lyzed. Results: Three genotypes of ESRa Pvu Il and T29C loci were detected in both control group and
HBsAg group. Between two groups, the three kinds of gene frequency and allele frequency distribution
showed no statistical difference (P >0.05). Conclusions: The Pvu Il and T29C loci gene polymor-
phism of ESR is not associated with HBV susceptibility in Libo minority nationality.
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3 A WS AP EUIRIGARE HBY B ESRa JEN Pou 11 T29C i s BN 2 25 PEDFSE

HIYBER TR, 51 HBV J& Y AR R 13815 o)
EHES PR A 2 R 0, BRI AR
Z, HRZRIE T RE PR i 11 X, T T s 1%
7 AT B ) N o PR RE AR S AT o
HAR NAEVE BT G2, al DAd KR AOHERR 5 [
U (gene flow) BER XX AMESF A7 HE IR 2 ] Y
BN , Xof 22 FE RGO ¢ HA I ARR A DL 4
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1.1 WsExt4

Fi BRI AR 1) 3 S0, BREATL X B N 4 7 D B 8K
RO IHEA T 0] 45 VR A5 FAIAE 20 AT , AR 2 JHF I3 ik
Y1 JHIIRERS b5 ) HBV Jji5 7 DNA 2 1 45 L 73 i1 i
Hfd Xt BE 91 3], 5k 45 ], Lot 46 ], (47.8 =
1.57) % ; HBsAg #1755 80 3], J5 1% 41 3], 2% 39
B, (48.5 +1.42) %, FrikMImsEx 4 3 AN
RSB S A H R) TC E A 2k e &, PR AR
VERL , TR RPE M HRh s
1.2 4xffi DNA 425U @ &

X Qiagen /3 5] ) FlexiGene DNA 2 B3z 57
EPEHCA I DNA 5 5850 0L T E DNA MR BE, IF
Pk DNA Btk B4 100 mg/L,

1.3 ESRa BE[H PoullFl T29C Z35 A S SE Y 3

KRG MR RN - R B 228
P (PCR-RFLP) 7%, #2 & GenBank ' ESRa &
Pou Il Fl T29C Z A7 5 W FE R 50, it Pow Il
Z &S5 W, BiF RSN 5-TCTCCCACCT-
CAGCCTTAC-3', T i & 41 k1 5'-ACCAATGCTC
ATCCCAAC-3' 41 p= 1 K- g 448 bp. £ HRSCik
(9] & T29C 2B E519, Bl RGN 5'-
GACCATGACCCTCCACACCAAAGGA TC-3', F it
2414 5'-ACCGTAGACCTGCGCGTTG-3', ¥ 14 =
Pr 218 bp, 59 gAY TR AR A BRA A
Ao i H Touch-down PCR . 94 °C 28
40 .62 °CiB & 50 s(FMEHFEE0.5 °C) 72 C
FEA 40 s, F 1 14 DMEH G K 94 CASPE 40 s,
55 CiH K 50 5,72 CHEAf 40 s 4k 2z 20 MG IR,
PCR 4347 W F 2% Syt Bebi ek Jee v Uk Al
1.4 PCR Y1)

ESRa J£[A Pou 11 \T29C fii f5 PCR P=843 51 LA
FRAIPERZ R N VIR Pou 1T Msp T 54,37 ClHIR
KW IR, BEYD 7= W0 FH 2. 0% Bt JIE B B8 i Pl ik 4

LS Sk

14 Hardy-Weinbere F-fi710) £ £ K 1 2 X1 %
ARG HPARDL , 4R PCR-RFLP 455435 B4
SR P FH0K AR B
IR SPSS 10,0 SEHARIFH) X KuB s b7 46 2 A
15 2 ALARER 9515

2 #R

2.1 ESRa 3L Pou Il Fl T29C {37 5

PCR-RFLP %55 3 7% ESRac KX Pou 11 47 J5 1)
PGP R D 448 bp, BEBIAEAHY H 1) 5500 1
W, i& T f5 28 PCR =Wy Pou Il B VI 52 Bi. A5
ESRa FEPH Pou I ASE i R K AR 5278, Ry B AR Y CC,
AP B A5 ([, 448 bp Fr Bt 5 25 Hy B A= 78
C 5B T, AR TT Jy Beb = A g U AL a, il
PIJE WL %< 5] 380 bp .68 bp g A2 A TT, WL 5¢ 3|
448 bp 380 bp 68 bp 3 P B NZeA 7 CT; A 68 bp
T BUSINAS 5y WS SO AE R SR I (ILE 1) .
ESRo K:H T29C {57 s 14 15 7 W< i 218 bp, %345
FEA ) H 2507 W M L 38 T IS 22 PCR 72411 Msp |
BV N o ESRa & [H T29C A3 i 47 J BF £ AU TT,
Jo Msp 1 EYIA7 2 (AU 218 bp) 547 R EFA A T 258
AR C, R B A Msp 1 BV A, B IS AT R
AR CC(WLEE R 192 bp 26 bp 2 4R Br) (B2
G TCMEEF] 218 bp 192 bp 26 bp 3 P EL) ;
26 bp F Bt /INAS T S BRI, AL

{1 :ESRa JE[H T29C s 45280 1.2.3 4,1 2 PCR 47
7,2 —4 N EEVIY) 2 B AERL TT,3 g2 AE R CC,
4 J A TC; ESRa JE Pou Il 37 15455 5.6 .7
8,5 Jy PCR 4374 ,6 -8 NGV ™ 4,6 B4
R CC,7 HRAERITT,8 JyZe 5 A1 CT
K1 ESRa &£ K Poull #2 T29C £ & PCR
I3 77y A Eg ) 77 Ak B

Fig.1 Electrophoresis of PCR amplification
products and enzyme digestion products of

Poull and T29C loci of ESR gene
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2.2 HBV &5 ESRa 3 Pou Il 1 T29C {3 /5
Py ek D] TR0 23 AR 5 v ok PR 0 >R
ESRo £:[H Pou 11 11 T29C {37 £ 5t DR 28U 451 2 A1

S5 HE PRUTARTE 5N A5 A R ) R 41 A HB-
sAg 545 41 B9 0 A 22 S R ST (P >
0.05), WE1,%2,

%1 HBV &% 5 ESRa £ Poull % &%

Tab.1 Analysis on the polymorphism of ESRa gene Pvu Il locus and HBV infection
g% . FEF IR (n, % ) FEREERBIRE(n, % )
CcC TC TT C T
e XS B4 91 15(16.5) 40(43.9) 36(39.6) 70(38.5) 112(61.5)
HBV #7520 80 13(16.3) 34(42.5) 33(41.2) 60(37.5) 100(62. 5)
v 0.05 0.03
P 0.97 0.91

%2 HBV R34 ESRa £ T29C fi & % A It
Tab.2  Analysis on the polymorphism of ESRa gene T29C locus and HBV infection

SN TR (n, % )

SRR (n, % )

Fik e " T TC cC T C
e X HE 2] 91 39(42.85) 39(42.85) 13(14.3) 117(64.3) 65(35.7)
HBV #4540 80 34(42.5) 40(50.0) 6(7.5) 108(67.5) 52(32.5)
I 2.24 0.33
P 0. 39 0.57

3 i

WEP R 2 R AR TR B AN v] 59
BRI SUE ATV RS E - ZhE &Y Sl
MR KA N —MEA RS, 25k
LK) ESR A ESRa 1 ESRB Wi Ap L HY, A {4
ESRa JEPREN T4 6 S YRS 2 X5 %5
MR IES 1 AT i 140 kb BRIEH AL, 4T 595 1>
TR E AR, B8 MMM T AN EF
TV ESR ANIR] i R B A AT R R RN AN A ]
ESR B2k K - 500 RE 2% 5, M52 0 215 J5L A 0
fis 00 S P . 1993 4R B e gt X E 7 A
FLWERg HBV Jak e 8 25 & 0 HBsAg FLA % 1 B
PR, Hoix 26 [ % ] HBV & e 47 76 2% 5. 2006
AR A B SY R I, ESRac JE R Pou 11 57 5,
L5 HBV JE Y 5 5 7E 2 5% 1A 56 5 2009
A RIS B R ESRa DR Pou 11 375,
C/T HE PRI C S5 {37 Ji PR T RS2 2 1T 46 9 7 Ik
Jerg AR E Zy LR . A KEEARIF R A3,
ESRa 3E[N T29C fif f5 2: 10 2 2505 5 HBV $54: 1
ST X H M XA BE B ESRa HER T29C
{37 P 2 250 5 HBV SRt I [ RFS 45 Sl i
7R, ESRa FE[H T29C fi7 5, TT LR AU T 2537 5 R
AT RE S HBV JE 18 Pk 1k 8 1% 5 e R (A
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ARG LE T B R ESRa 2P Pou T F1 T29C {37
SIS Z MR A0 AT TE 5N 2 B D BUR R HBV gk
Yu2H Ff R B2 b 22 RGeS X S ]
NEEI RN 5 % ESRac FE R T29C 5 R #8443 A
5 HBV B 45 R — 30, 3 A R IG R £
X rh ESRa R A Pou 1 F1 T29C 137 15, B9 43 A5 A7 1E

5%, ESR FE[H Pou Il F1 T29C {3 5 FE N 2 5 HE7E
HBV B 1) & A & J ot 32 2 4 b 2 4 B 1
L BOEMEER, XJ& ESR JEH 2B B H
IES HBV RPVREUIMOC, WA TiE— 20 KA
MBI SEIESE
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