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Correlation Study of the Polyporphism of Interleukin-17A
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[ Abstract] Objective: To investigate the distribution pattern of single nucleotide polymorphisms
(SNP) of IL-17A-152G/ A of childhood asthma in Guiyang. Methods: A total of 224 asthma child pa-
tients as asthma group, and the control group was comprised by 150 healthy children. Polymerase
chain reaction-restriction fragment length polymorphism ( PCR-RFLP) was used to detect I1L-17A-
152G/ A polymorphism of both groups. Genotype, allele frequencies and its relation with the suscepti-
bility to asthma of both groups were analyzed by y°. Results: The three genotype frequency, AA, AG,
GG, of IL-17A gene-152G/A locus were 21.4% , 53. 6% , 25. 0% in asthma group and 11.3% ,
54.7% , 34.0% in control group. Significant differences were found in genotype frequency and allele
frequency distribution between the two groups (y* =7.83,P <0.05;y° =6.635,P <0.05). A allele
was correlated with asthma. Conclusion: The-152G/ A locus in IL-17A gene may be one of the impor-
tant candidate gene for asthma, homozygous AA genotype may be associated with childhood asthma.
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IR -1T(IL-17) R —Fh AT R PR AN A 5, 22 T R E
2075 5 A SR B -SSR S DR R BES S R
I VRN L P IR TE A S, O B A 1L-17 B[R
5 5 P 3t DXL B0 W PR A DA, AR A 1%
MR 73k \PCR-RELP £ ARAG I £ AR, FR35] 1IL-17A
FEIN-152G/ A 7 1 i 22 254 S 0 52 PR XL
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WEmGZH A 2012 4F 11 ] ~2015 4F 1 H 12 3¢
SN L 224 1, £F A LB SCRUE N2 T
SPRATEEE IS WARE B 152 1, & 72 ], P-4
(6. 11 £3.27) % o XFHEZH Ry [RI AT TS fd R A4 kS L
# 150 ], 55 93 fi], 4 57 fi], -1 (5.61 £3.55)
%R HREH ) LB AR IR I i B2 5 R 7 i L 2o Bk
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Eppendorf 54 i [ v (PCR) {3 (8 [F 3 A
i\ ] ), BeckmanDU640 %I #% 2 % 14 43 B 1L
(Beckman 3 H]) ,G: BOX BEREBUG R G8 (FE A R
87D, DNA $2BGAF] £ 1 2 x Taq PCR MasterMix
[RARAARHE (b)) AR AR ], 5196 s (et
SEAEYEARARTAEATF) ,Pdm [ YT (FEER
GHH/RBHE) ,500 bp DNAMarker [ 52 A= 4) T#2 (R
i) ARRAF ]
1.3 Jiik
1.3.1 40l DNA $2H0  Bes i #k i 3 mL,4 °C
FRE 2 h, il BEHH DNA $2HGAH & R0k A,
DP335) 42 it 41l DNA,
1.3.2 5|¥i&%it =M GeneBank 1 A IL-17A
DNA J¢ %1 42 ( NC_000006. 12) , # §E 152275913
T 55 [ [ 57 A P H R AE B 0 sk A i)-152G6/
AR P, 225 SRR (3 -4 ] B A2 AL
15 F Primer Premier5. 0 #R{4-1%31514 .

1.3.3 1IL-17A 3#:[H-152G/A v &5 PCR-RFLP £

s W %)k 5'-CAG AAG ACC TAC ATG
TTA CT-3', N5 |9 %18 5'-GTA GCG CTA TCG
TCT CTC T-3', PCR HF By 4 PCR Wik R
25 pL WA 22 8 2 x Tag PCR MasterMix 12.5 L,
10 wmol/L | | FiiF5|#)4% 0.8 wl,50 mg/L DNA
Pt 2 wl,ddH,0 8.9 wL, PCR J i 5514 94 “C il
A5 5 min, 94 °C AR 30 5,59 CiE k40 s,72 °C4E
fif130 s, 230 WAEER, 72 Clg)im —IRKIENH S min, Jz
L7 Y 2% Bht i B 58 12 K - v, K ) W7 2 75 9 3
B o AT EE A R 1 R B BE 2 2SS A
15 WLEFVIR RS PCR 729 5 pl, 10 x FastDigest
Green Buffer 1 L, FR#i| N VI Pdm I ( FastDigest
Pdm [ )0.5 plL, ddH,0 8.5 pL,® F 37 ClEIEK
YWEAE RN S min, #2265 CAHIE/KIAFE 5 min fd i
1 BEDIAE R 2% SNt e IS 7K ~F- H Uk s ok
G :BOX BER MR RS E
L4 ZiteErik

JIT A B R A SPSS 16. 0 G- Sk it 47 70 #r

FEA A1 28 Hardy-Weinberg P-4, 1 B A HE
PRACEAE s TSR T 1 20 FE 3, 0 491 4 0 B
L 1435 DR R R A7 6 PRI 36 40 1 2 53 P ) A 6
MM, LA P <0.05 22w A GEi 5

2 #R
2.1 TIL-17A FEH-152G/A {3 15,

PCR "3 7 45 5 Wik 7 7 Wi 20 FRE RE 20 34 9
344 bp H AR BE, ULE L, W0 R0 RE 41
PCR §" 177125 Pdm [ BV J5 ¥ & Bl AA L AG
GG3 FhILPR A AA BLH I 213 bp 131 bp,AG 3t

Marker 1 2 3 4 5 6

344 bp

T : Marker 2y 500 bp, 1.2 JKGH KP4 ,3 4 JkiE N
XTREZH S5 VKIE A BT B L6 GE S BE T R
B 1 e 4 Fu xd BB 4] IL-17A-152G/A
fir & PCR 473 7= 4 i ik 25 R
Fig.1 Electrophoresis of PCR products of
the-152G/ A site of IL-17A gene
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344 bp
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TE : Marker 24 500 bp, 1.2 3Kl GG HE[R#Y,3 4 JkiE N
AG JEL,S5 6 JkiE Ay AA FEPIRL,7 PRaE Sy BAYEXT IR,
8 VIKIE by B X
K2 IL-17A 2 H-152G/A i & £ [F
ZEE A PCR 7= 4 B 7w ik 4 R
Fig.2 Enzyme digestion electrophoresis of
PCR products of different genotypes
of IL-17A gene-152G/A site

2.2 IL-17A JEFH-152G/ A i 5 LR 78 Jg 254 3L

22 Wit 25 1 %) B 41 28 Hardy-Weinberg S i #6; 1
NP EATHRCERME (R 1) TEMR] AR 225
WGt E L (Y =1.364,1 =1.388, P >
0.05) . PHZH ) 5 R A 350 1 22 R A Bt ¢ &
X (' =7.832,P =0.020), % ¥ 4rEIRG 5, AA 5t
KA AG FE PR AU A 03 A 22 % A 4e it 27 1 X
(x’ =4.395, P =0.036, OR = 1.929,95% CI =
1.038 ~3.588) ,AA LA AL GG & PR BT K 73 A1
ZRINE G E X ( =7.826,P =0.005,0R =
2.571,95%CI=1.315 ~5.029) , AG 3 H# 5 GG
SRR R 40 A 22 7 RS2 0 X (= 1. 426,
P =0.232) ; P4 ] S50 L PR 8 00 A 22 7 6 G it
2 (Y =6.635,P =0.01,0R =1.477,95%
CI=1.097 ~ 1.988) ; A8 5 S o7 JE [ A 5 B Wiy ¢
I, A PRI 1 A 0 e 1) XU e TR 450 4,
DIZEARL G AA 2, R 1,

k1 e dlfnat B AR ILE IL-17A 2 E-152G/A f 5 2 H A K& 3 H oA

Tab.1 Characteristics of the genotype and allele frequencies of 1L-17A gene-152G/A site
of children in asthma group and control group
g5 . S Eovive dr3ke Hardy-Weinberg
AA AG GG A G equilibrium( p)
BEmgsH 224 48(21.4%) 120(53.6% ) 56(25.0% ) 216(48.2% )  232(51.8%) 0.276
X HE2H 150 17(11.3% ) 82(54.7% ) 51(34.0% ) 116(38.7% ) 184(61.3% ) 0. 062

(0y? =7.832,P =0.020;%%* =6.635,P =0.010

3 tig

Th17 4iifffiJe Park F 2005 £ELEXS PIfFh H & e
FEPNR S YR AL, SCIR R B B S0 s M O
(EAE) JRIEFEFPESC T 2 (CIA) A58 f v
RILH)—ZEAET Thl A1 Th2 () CD4 " Th ML
Ha' AT LA S B A R A JE SO R T 40
TERE AT LU G 2 R AR S S W Y & KR
HAL T 1L-17 5 S5 O W] ARG o IL-
17 e A AR 2 2 R 200 JH ) s, 0 JORH O 200 e 7
A — RN RN BRI L A B 55, BT
R KA AL TL-17 36 S0 1 B 40 A
2T 24 240 e Y0 200 T, RSO 240 - 0 20 T 4 %
#1384 Hl -7~ ( granulocyte-macrophage colony stimulating
factor, GM-CSF) \IL-1 .IL-6 #1 IL-8 4§, NMUAE #EX,
TH AR — 2 e R RES 5 UE I ER, SE
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rs763780 [ H 23S UC 1Y A6

AR IR 5T 5 T 7% 2 s 2 e kot B 20 359 A7 1B A A
(GG) FETFHI(AG) J BRI (AA) =FhJEH AL,
DRI AR N 86 A7 5 PR A 3 7E P 40 () 2 S 34 e
BRI IL-1TA SEH-152G/A i m 255 5
FF b DXL B B Wiy A A TEAE DG, A S0 B PR AT 52
2R TN AL, T BB G L T A e 1 XU, 2
G 2780 A B, BN 1) JRUBS: 2 R R LB 1 1. 477
£, L LG AR 4l A7 AA FE R TR0 A At 56 PR 78 B
b BB, Ry e BE R R 2. 134 4% (x° = 6. 376,
P =0.012,0R =2.134,95% Cl =1. 174 ~3.877) ;
Chen J 25 5 TL-17A rs2275913 {if #5,3 PR 70 451 %
I v e BRAZ AL R i A DG, 45 F A Y L2
FEEERG ) JL RS HAh L R A 11 2. 29 %, X 5 AR 5K
Byl —F, (H Wang 25 05 4 725 i X T30 12 i
JLEE TL-17A SR A2 B MALS B oE 2B -
152A/G 37 15 5 1% ML X e I 229 TG 56 5 AR5 o
FERINIL-1TA K[ rs711998 1] GE 2 )L 2 Ry &) J2%
P78, H A 5 GG Al 3k R AR 5 127 s 2 3 2%
PIAE , e R IL-17A 12275913 L2450 5w %
WA AHAE X ARSI EE RN, R —Fh A
A1 22 BE DR AR A ] (s , AR BE PR 5 BE R 2
)45 4 AH B K SRR, A IR, 7E L 3E
WP SR 25 S i 2R G ) B S A 34 AT S
W% Wit FF) o S | 3k B8 ] 3 S B 2 R 25 5

25 TR, IL-17A FLH-152G/A £ 15 7] BE J&
Tt PH X LB Ry ) (e B DR, I FTHE pe AR 1 I
AR (ICS) IRYT L RE AT 5504 1 W8 R 1 R 40
I STE RAE , E H P 4 i 2 i A <01 9
Te, IL-17 AR Ry i 2 i v P 4 i 2 A 1Y) 7 22
IR, 5 W <18 S OC R Y, A B O IR
Wit OB A A5 o R AT 2 Wiy o SRR R 1) Z2 25 PR A AR
iy BB 50 DA PRI 7K - 7 26 127 i SRR N, DA
BhzWr TR T .
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