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Comparative Study on Real-time PCR and RT-PCR Testing
Methods for Detecting human Metapneumo Virus
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[ Abstract | Objective: To investigate the effect of real-time quantitative PCR and RT-PCR in detec-
tion of human metapneumo virus. Methods: Real-time PCR and RT-PCR are adopted to test h(MPV on
throat exudate of 500 acute lower respiratory tract infection( ALRTI) child patients, analyzing the spe-
cificity and sensitivity of both assays. Results: Comparing Real-time PCR and RT-PCR, the detection
rates were 16 % 1o 9. 8% . Comparing Real-time PCR and RT-PCR, the sensitivity and specificity
were 31.3 % (25/80) and 94.3% (396/420 ) respectively. Conclusion; The sensitivity of Real-time
PCR is significantly higher than RT-PCR in detection of hMPV , which provid an effective method for
detection of hMPV.
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