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The Polymorphism Distribution of Omeprazole Mechanism
Related CYP2C19 Gene in Patients of Peptic Ulcer
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[ Abstract] Objective: To investigate the polymorphism distribution of omeprazole mechanism related
CYP2C19 gene in patients of peptic ulcer. Method: Twenty-three patients of peptic ulcer were select-
ed, then adopting gene chip to test the polymorphism of CYP2C19. Analyzing the general distribution
and gender distribution of CYP2C19 genotype. Results: CYP2C19 genotype ( 636GG, 681GG ),
(636GG,681GA) , (636GA,681GG), (636GG,681AA) , (636GA,681GA) and (636AA,681GG)
carrier rates were respectively 39.1% , 30.4% , 13% , 8.7% , 8.7% ,
intermediate metabolizer, poor metabolizer of CYP2C19 gene were 39.1% , 43.5% and 17.4% ; the
gender differences in CYP2C19 had no statistical significance. Conclusion; Testing of CYP2C19 might

0;the extensive metabolizer,

be useful in suggesting medication of omeprazole.
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Fig.2 The results of the chip probe array of CYP2C19 genotype
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Tab.1 Distribution of CYP2C19 genotype
in different gender groups
ey pit] Keth six 5 7k

Mot 636GG,681GG
Fr /L 636GG,681GA
636GA,681GG

9(39.1) 6(40.0) 3(37.5)
7(30.4) 5(33.3) 2(25.0)
3(13.0) 2(13.3) 1(12.5)

BRI 636GG,681AA  2(8.7) 1(6.7) 1(12.5)
636GA ,681GA 2(8.7) 1(6.7) 1(12.5)
636AA,681GG 0.0 0(0.0) 0(0.0)
&t 23(100) 15(100) 8(100)
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