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[ Abstract | Objective: To study the expression of FLASH gene in the early stage of embryos of Tue-
bingen wild zebrafish and its relationship with HoxB4 gene. Methods; HoxB4 transgenic zebrafish
lines were divided into three groups. The Tg: (Lmo2-Cre; Lmo2-LDEL-Hoxb4-EGFP) zebrafish were
selected as experimental group; the Tg: (Lmo2-Cre; Lmo2-LDEL-EGFP) transgenic zebrafish were se-
lected as experimental control group; the Tubingen wild type zebrafish were selected as blank control
group. FLASH antisense mRNA probe was used for hybridization in situ and its expression was ob-
served. Results: For the Tubingen wild type zebrafish, the black positive hybridization signal was ob-
served in nerve lateral plate, head and sagittal in 3. 7Thpf and 9 ~24 hpf, and so did in protonephridia
in 18 ~30 hpf. There was no expression after 36hpf. There was no significant difference between the
blank control group and the experimental control group in 18 ~72 hpf. And in the experimental group,

the expression of FLASH gene in the nervous system and hematopoietic system was down-regulated in
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18 ~30 hpf . Conclusion: The FLASH gene may be the downstream target gene of HoxB4 gene and it

is helpful to understand the expression of FLASH gene in the early stage of wild-type zebrafish and lay

a foundation for the study of FLASH gene-related functions.
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Fig.2 Expression pattern of FLASH gene in 18 hpf,24 hpf of three different types zebrafish embryo
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Fig.3 Expression pattern of FLASH gene in 30 hpf,36 hpf of three different types zebrafish embryo
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