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[ Abstract ] Objective: To study the association of two single nucleotide polymorphisms ( SNPs)
rs2240688 and rs3130 located at 3-UTR region of CD133 gene with cervical cancer in Han population
from Yunnan province. Methods: A total of 428 patients with cervical cancer in Han population in
Yunnan province were enrolled as the case group, and 455 healthy individuals from Yunnan Han popu-
lation as the control group. The rs2240688 and rs3130 sites in the CD133 gene were detected using u-
sing TagMan assays. The y” test was used to analyze the differences in the frequency of alleles, genotypes

and haplotype distribution frequency between the two SNPs in the case group and the control group.
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Results: The allelic and genotypic distributions of rs2240688 were significantly different between case

and control groups (P =0.019 and 0. 040, respectively) . The allele G is a risk factor of cervical
cancer (OR =1.292, 95% CI.:1.042 ~1.601). However, there is no difference of the allelic and
genotypic frequencies of rs3130 between case and control groups (P > 0. 05). Haplotype analysis
showed that The haplotype rs2240688G-rs3130C was associated with a high risk of cervical cancer
(P=0.022,0R=1.300;95% CI.1.037 ~1.630). Conclusion: rs2240688 in the 3-UTR region of

CD133 gene is associated with the risk of cervical cancer in Yunnan Han population. The allele G may

be a risk factor for cervical cancer.
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