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The data in this map is supposed to represent the situation before the recent European
expansion beginning about 1 500AD.In some cases such as some Native American tribes and
the Maori this can be done reliably beacause STR typing was done.In other cases,especially in
America,it is guesswork.The"Other"sectors in America indicate this.Native American groups
are labeled by language group as Amerind,Na—-Dene(N-D),and Eskimo.F,K,L,and P are in some
cases "catchall"groups because some researchers did not use enough markers.for a full
haplotype determination.
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