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Effect of Berberine Hydrochloride on PGC-1A/UCP-1 Gene Expression
in Brown Adipose Tissue of Rats Fed with High-Fat Diet
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[ Abstract] Objective: To investigate the effects of berberine hydrochloride on PGC-1a/UCP-1 gene
expression in brown adipose tissue ( BAT) of rats fed with high-fat diet. Methods: 24 male Sprague-
Dawley (SD) rats (6 weeks) were divided into 3 groups including control group, high fat diet group
(HFD group) and berberine hydrochloride group ( BH group). The two experiment groups were both
fed with high fat diet,BH group was given berberine hydrochloride , control group and HFD group were
given saline water equal to subjects volume. At 24 weeks, scapular brown adipose tissue was stained
with HE to observe histological changes of rats”tissues of all groups; the expressions of UCP-1,PGC-1a
mRNA genes and protein were analyzed by Real-Time RT-PCR and Western blot. Results; HE staining
of brown adipose tissue from control group showed small adipocyte with uniform in size, while adipo-
cytes were big and non-uniform in size with cell fusion in HFD groups; brown adipocyte from BH group
was significantly smaller than that of HFD group with equally distributed cells. Expressions of UCP-1,
PGC-1c mRNA genes and protein from brown adipocyte cells of HFD group was lower than control

*LERIUE ] TN E ARERE K A ARG R 584 [ MRS T-6 A4 (2018)5764 - 05 ]
* * A E/EH E-mail ;luojianhua_gy@ 163. com
1% H RS E] 2019 —08 —27 4% M fiRibdik  http ://kns. enki. net/kems/detail/52. 1164. R.20190827. 1841. 008. html

908



8 1] Wy H S SRR/ RO R IR IR R BB IR AR PCC-1a Je UCP-1 ZER IR

group ,while BH group showed up-regulated expressions of UCP-1,PGC-1ac mRNA genes and protein

than HFD group. Conclusion ; These results suggest that berberine hydrochloride remarkably improved

obesity rats”insulin resistance and enhanced expressions of UCP-1,PGC-1a mRNA genes of brown adi-

pocyte tissue of high fat diet fed rats.

[ Key words | berberine hydrochloride ; uncoupling protein-1; peroxisome proliferator-activated recep-

tor-y coactivator; brown adipose tissue; high fat diet; rats, Sprague-Dawley
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HE staining of scapula brown adipose tissue of rats each group under light microscope
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Fig.2 Expression of UCP-1 and PGC-1a genes in brown adipose tissue of scapula in rats
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